% genes per group

el negative regulation of signaling receptor activity 1.06% *
= 0 “sodium ion homeostasis 1.06% *
response to fatty acid 1.42% ™
\\\\ iron-sulfur cluster assembly 1.06% **

\ retrograde transport, endosome to Golgi 2.84% ™
\H‘ﬂ ‘ethanolamine kinase activity 1.77% ™
H\x protein KG3-linked deubiquitination 1.77% **

amino acid transmembrane transpot 18 44% ™ ——M——~ T

_ o _ xﬁk positive regulation of amino acid transport 1.06% *

cellular amino acid biosynthetic process 15.96% ™ —— '*

A \.I' glutamate catabolic process 3.9% **

f \ cellular modified amino acid biosynthetic process 6.03% *
‘neutral amino acid transport 6.74% **

—alpha-amino acid catabolic process 10.99% **

sulfur compound metabolic process 11.7% ™ ———

E— alpha-amino acid metabolic process 14.18% **



% genes per group

—— _———____~amino-acid betaine metabolic process 0.5% **
e %ulvcine transport 0.5% **

\\ retroarade transport. endosome to Golai 1.17% **
' ' neaative reaulation of sionalina recentor activity 0.5% **
monocarboxylic acid catabolic process 1.34% **
leucine transport 1.34% **

amino acid import across plasma membrane 8.19% ** _

glutamine family amino acid metabolic process 8.86% ** —_—

amino acid transmembrane transport 9.2% ** — ' \ cellular aldehvde metabolic process 1.67% **
\\: 'ﬁllreuulatiun of mitochondrial membrane potential 1.84% **
‘proline transport 1.17% **
1L::v;-.llulzar respiration 2.84% **

“ ' dlveine biosvnthetic process 1.51% **
'cellular modified amino acid biosvnthetic process 2 58% **
glutamate catabolic process 2.84% **

acetyl-Cod hiosvnthetic process from pyruvate 1.21% *
alvecine metabolic process 2 68% **

L-aspartate transmembrane transport 1.51% **

H‘x requlation of nitric oxide biosvrthetic process 2.51% **

Sy ’ sulfur amino acid transmembrane transporter activity 2.84% **
o T———alpha-amino acid biosvnthetic process 5.85% **

- neurctransmitter transport 3.51% **
—— -'_'_' __-neaative requlation of ion transport 2.51% **

alpha-amino acid metabolic process 9.36% ** -

S,

cellular amino acid biogyrthetic process 9.53% ** —

Ca-dicarboxylate transport 2.34% ** — — ——  ——L-amino acid transport 5.02% **




